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Methods

89 Early Stage NSCLC

44 adenocarcinoma
45 squamous cell carcinoma

Age 66+9 (range 32- 83) years
Gender 39 female, 52 male
Follow-up 6 years

~ 50% had disease recurrence within 2.5 years
and 50% had disease free survival of > 5 years

Gene expression using Affymetrix U133-2.0 plus

Potti A, et al. N Engl J Med. 2006;355:570-580.
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More Precise Predictions of Risk
With Genomic Profiles

NSCLC Survival - LMP
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NSCLC Survival - clinical variables

NSCLC Survival by T-size
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NSCLC Survival by Stage of Disease

0 10 20 30 40 50 60 70 80 90 100

Months
Duke Cohort



Stage

8 R 8 §

aoualindal jo Ajiqeqold

Stage Illla

Stage Ib

Duke Cohort - Stage Illlla

Duke Cohort - Stage Ib

Duke Cohort - Stage Ia

L1y

p<0.001

0N
U

R 8 8

[eAIAINS JuddJad

1

s
p < 0.0001
80 %

- B
-
] L8
-8
7 ==
o

g & & & ©

|EAIAINS JUd2Idd
-8
g Lo
o

v - 8
- B
-9
-8
-8
L2
& & & & °°

-

|eAIAINS JUaDIdd

Survival (months)

Potti A, et al. N Engl J Med. 2006;355:570-580.



Independent Validation of the
Genomic-Based Prediction of Risk

Duke Training Cohort
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|dentification of Patients at
Increased Risk

Stage IA as an example
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